ABSTRACT We report here the draft genome sequences of three isolates of Rhodovulum sulfidophilum from a single population that will serve as a model system for understanding genomic traits that underlie metabolic variation within closely related marine purple nonsulfur bacteria in natural microbial communities.
DSM 2351 genome. Scaffolding revealed contigs from AB14 aligned to plasmid 1, plasmid 2, and plasmid 3 of R. sulfidophilum DSM 2351, whereas AB30 only possessed sequences aligning to plasmid 1 and plasmid 2. Interestingly, strain AB26 contains sequences homologous to plasmid 3, in addition to a novel~100-kb plasmid. This plasmid sequence contains a variety of genes for metal transport/metabolism, including nickel (nikABCDE), manganese (sitABCD), and zinc (zuABC) transport proteins. These results display new insights into the genomic diversity within closely related purple nonsulfur bacteria in marine ecosystems.
Accession number(s).
The draft genome sequences have been deposited in GenBank under the accession numbers listed in Table 1 .
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